Results of phrap with the dataset of 8863 sequences. These were tested for different values of minmatch and minscore. Ex; 40-40 refers to a minmatch of 40 and minscore of 40, so forth. The blue one is with minscore 4 , so we get a lot more contigs and smaller with that. 



40-50    4-20             40-30         40-40
	1-100
	430
	3178
	323
	377

	100-200
	82
	1696
	68
	76

	200-300
	38
	689
	44
	44

	300-400
	25
	346
	24
	25

	400-500
	21
	121
	19
	21

	500-600
	15
	41
	12
	16

	600>
	53
	26
	69
	57


[image: image1.emf]Sequences within contigs
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Table of minscore 30 and different minmatch values.

	Range
	30-20
	30-30
	30-40
	30-50

	1-50
	186
	237
	285
	347

	50-100
	71
	82
	76
	88

	100-200
	63
	63
	94
	81

	200-300
	31
	46
	45
	40

	300-400
	23
	25
	24
	22

	400-500
	18
	20
	21
	20

	500-600
	14
	13
	16
	16

	>600
	80
	67
	56
	54


[image: image2.emf]Sequences and Contigs  for different values of minscore and 

minmatch for a dataset of size 8863 sequences
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Scatter Plot for 4-20. The x-axis corresponds to the number of sequences in a contig.
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